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FEamiE T
> Mouse Crnkll qPCR Primer Pair, B/NECrnkll qPCR5 %74, FZHTHTSYBR GreenfJqPCR. One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERIH. SidqPCREIE, FRAFIHIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E B PCRE LM &£ &PCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /E—F{EDNAY R MIEFEF, PATOLEBNEF DI RATE RN (PCREREF=YEEN L, qPCRE
FMIFRI T 5 2SYBR GreenF i EHRHEMIREHE, SYBR Greenué Ykl B MR A 7L, JERRIYDNALE &4kl
SYBR Green&s AR PCRISFZEHFIRIPCRY /=) ; MitRET1%(Probe method), WHE#SHFATagManiRErE, MERDE LS
L, TR IR AR K EE A (Quencher) ARIC I DNATREHT M UE IS PCRAGIIY B AR 41 (1,2]0

XTSYBR GreenHGuklE, FIMEXREL, REFSIVW-HRABARIFENGIEHERE, M TSR, R4
f, V8RR, S _RIATERL LRI, qPCREGEREE; RRF5IN—MBAERESMNE T (Span exon junctions), & 1%
ERNHDNA (gDNA)WY[3,4]; RRFINGIWr=RIEEEE, JUFEE TITE ARVNIER; 51N TMEL60°C, K24
I =Y (Amplicon) UK EZ190-160bp, IR = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER519% (Forward primer, AR _EH7519)f & A51% (Reverse primer, thFR RilF5(4) %
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEMMA400pfBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name crooked neck pre-mRNA splicing factor 1
Gene Symbol Crnkll
Synonyms crn; 1200013P10Rik; 5730590A01Rik
Organism Mouse
Gene ID 66877
UniProt ID P63154
Main Accession No. NM_025820
Other Accession No. BC029187, NM_025820, NM_025820.1, NM_025820.2, NM_025820.3
Map Location 2;2Gl

Pathway =

Predicted to enable RNA binding activity. Predicted to be involved in spliceosomal
complex assembly. Predicted to act upstream of or within RNA splicing and mRNA
processing. Predicted to be located in nucleus. Predicted to be part of Prpl9 complex;
U2-type catalytic step 2 spliceosome; and post-mRNA release spliceosomal complex. Is
expressed in brain; olfactory epithelium; and spinal cord. Human ortholog(s) of this
gene implicated in basal cell carcinoma. Orthologous to human CRNKLI1 (crooked neck
pre-mRNA splicing factor 1). [provided by Alliance of Genome Resources, Apr 2022]

Gene Summary

Amplicon Information

Amplicon Length (bp) | 104
NCBI mRNA ID NM_025820.3
NCBI Protein ID NP_080096.1

Ensembl Transcript ID

ENSMUST00000001818.5

Ensembl Gene ID

ENSMUSG00000001767.6

Ensembl mRNA ID

Crnkl1-201

FmeiE:
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PCRY ™ W) K L ] RE 2RI 22 IR ) 17 15 2 M BT s A P 22 5

BIRARYN 51 R AR 4, (BB BGHAT IR Z(Melt curve) 7047 DARREY 18 S B AR 1, SR IAE — Mgt
2Rl (0 I IR IR BT BEDNA W TmAE), BRARA —Risa—0); WRAE AR LR BRI, Zlgskigls, mIREZ 5|19
CRASARR Y R, FAERKADNAG R, XSG R, IR E A SR AR (No template control, NTC),
BIVE I 1R 2 L S BRASAR AS NI I 2 53, ARAERE AR LRI TE RSO IR LI R R 22 57, ATHIMTR 7 AR5 1Y —RIR S e
AR SR 1

B RNARZAAAEY = Pi5 5, ARG R gPCR Mix,

AR T LW AR, M TIRRZEERY, MEATRMEEN, MIFERT EBETN,

N T IERZERGERE, EFRRIRF R FERE,

fERAZE:

1.

2.

PCRIZMAA R BEHE :

a. JFEATEET, 3000-8000 X gBL15r8h, DA SN 5 [V FREUR, BEIMA400pl@8aUK, Jomir s FaBEIRSIEuR, &
JEEONPREEOLR, HAHEEEREREWITIRS, H15400u] 2.5uM eachfyPrimer Mix, #B4i/K##E#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEIHIRSIPCR N NS /ITE . SYBR Green qPCR MixfRE2 ARSI G E Tk LBkEWN, #HHEEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii54%&) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. SETFREZRBUKNA LIRBEPCRRMNAR, PL96FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X) Jfl,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

F1: @ES LR E0.2-0.5uM eachi I3RS BAFHIRETIRER, AT RIEE M. 1-1.0uM eachyEREINTEEES 11112

W,

H2: JFEHEDNAKMRMEDLAL-10ng cDNAKHSE &, FRARYAMIEERSSHENENEREEORE, maELE, Ak

WA O AR TR SRR RE, DA E SR AERBAR S 2, RT-PCRMISEIMCDNA EZE AR, HRMEAE@EYT

PCRZ FLEARII10%,

H3: 6L R BIAZR 200, W] DAURIESERRSEIR TR oK, H&bufly Reids/ N MR R,

W4 ABOZE AR R,

d. ABHSRREUITIRS S EM VortexiRs], ERELERD, HRAERRETER, MM HBeyoFuge™ EAl T ML ES O
(BEX, 2500rpm) (E6758)HH THLIEE L,

e. HREFHPCRRNEBPCRRMRE TRICERPCRIN I, FFIHERPCRR I,

PCREVFES:

TEReal-time PCRR M ETHATHARAITE M, BEHEIENISC 208, EAEGEGCEMRIE M IERK N AIE5-1058, AEF 2

ABI QuantStudio™ 6 Flex#¢ )& & PCRIHH:

a. TIAsME: 95°C 29049,

AFPE: 95°C 15%D;

1B /FE(#: 60°C 15-30%);

HESEbMS B, HIH40MEIR,

WREAZR ST (ATHE) : 95°C 158D, 60°C 158D, 95°C 158);

f. EREE EPCRIGR IR s e

i DLERFNEMqPCRR N RS, UhSF, LR M AFRENR, 51WFENENARESR, FRESER, 51%. BA

BRI E AR N 54, FEARIE LEBIHOR S/ N NAR R, LR AP EQPCR, WK =2%qPCR, RTAER K /FEH

Jahn—#72°C 30%), BHFEEHED. cSIGMAIX—LERIL40MERETA],

S
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1. AAZ5194:
e S 7 AR %
QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000/X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢X
QHO00021 Human HMBS qPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QHO00045 Human PGK1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 gPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000X
QHO00069 Human TBP gqPCR Primer Pair 200/1000¢X
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gPCR Primer Pair 200/1000/X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QHO00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

1 @ HGAPDH, RPLPO, ACTB. TUBBFMIB2MfENNZ, HUMRX=FLEMELRFTFR, 7JUAZIAEHHPRT1
RNA18SSTEANS, NIKFHREAISLIRMER, EIRs [Py a] i [5-6].

2. /NERAZ5IPI

P S et (25
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QM00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢X
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QM00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QM00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000X
QM00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢%
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QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QM00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

#: #HEEM#HGapdh. Rplp0. Actb. TubbMB2mfEANZS, (HUMRIX=FHILHEH ALK, ATAZIA M HHprt1siRnl8s
TERNZ, AIREHESSRRCE, LiRg Y] R EH[5-6],
3. EFZDNA (gDNA)5|1¥rxt (F T gDNAG Fefanil) -

R E =2 R 2y GBS
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix X 4E#1:

2 S I AR (2R3
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fii5 §+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPC;I?IPJ{) Mix (2X, High ROX, Bji5 4% 1/5/25ml

=
D7509 BeyoFast™ SYBR Green One-Step gRT-PCR Kit (Bji53¢%) 100/500%%
FASAO011-1pc BeyoGold™ i i 1IM/AR
FSF002 wHEE B PCRASMRE (ABI 7 2) 20 /%t
FSF035-100pcs BeyoGold™ %'t 8 PCR A 4R 5 (1 B2 100y /futs
FSF039-20pcs BeyoGold™#)'t7E Bt PCR A B (R B8, 3 11574%) 207 /0
FSF039-100pcs BeyoGold™ %)t B PCRAHIR B (B, i 177 2%) 1004 /0%
FTUB325-1box BeyoGold™ gqPCR/\BkHFE (0.2ml, &, &) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, 1EHA) 125Hk/&, 108/46
FTUB333 PN E EPCRA96FLIR (ABLF %5) 207 /0%
FTUB384 WHEE mPCRAI384 LR (ABI732%) 20/t
FTUB335-1box BeyoGold™#¢ )& s PCRAI96FLAR (0.2ml, FotR iz, iEHA) 104N/&
FTUB335-5bxs BeyoGold™Ze e B PCRAI6FLIR(0.2ml, TotEid, BEHH) 100N/&, 5E/F8
FTUB337-1box BeyoGold™Z K E &PCRAII6FLAR(0.2ml, 4814, 1#EHA) 100N /8
FTUB337-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8, S&E/F

Version 2023.08.22

4 /4 QM32898 Mouse Crnkl1l qPCR Primer Pair 400-1683301/800-8283301 ¥z X/Beyotime



